
0.4

Dareri_NP_570983.2_transcription_factor_Sox-19a_[Danio_rerio]

Dareri_NP_001002483.1_transcription_factor_Sox-1a_[Danio_rerio]

Brlanc_BLAG04001830_1

Moocci.CG.ELv1_2.S465161.g15555.01.p

Stpurp_NP_999639.1_transcription_factor_SoxB1_[Strongylocentrotus_purpuratus]

Brbelc_AAW65484.1_HMG_box_transcription_factor_AmphiSox1_2_3-like_[Branchiostoma_belcheri]

Sakowa_XP_006815223.1_PREDICTED_transcription_factor_Sox-3-like_[Saccoglossus_kowalevskii]

Xetrop_NP_001007502.1_transcription_factor_Sox-3_[Xenopus_tropicalis]

Pemari_XP_032831163.1_transcription_factor_Sox-1-like_[Petromyzon_marinus]

Dareri_NP_998283.1_transcription_factor_Sox-2_[Danio_rerio]

Brbelc_XP_019634859.1_PREDICTED_transcription_factor_Sox-3-like_[Branchiostoma_belcheri]

Brlanc_BLAG14000923_1

Sccani_XP_038673058.1_transcription_factor_Sox-2_isoform_X1_[Scyliorhinus_canicula]

Dareri_NP_001001811.2_transcription_factor_Sox-3_[Danio_rerio]

Brbelc_XP_019630883.1_PREDICTED_transcription_factor_Sox-1-like_[Branchiostoma_belcheri]

Xetrop_NP_001074465.1_transcription_factor_Sox-1_[Xenopus_tropicalis]

Ciinte_NP_001122330.1_HMG_transcription_factor_SoxB1_[Ciona_intestinalis]

Phmamm.CG.MTP2014.S272.g06489.01.p

Sccani_XP_038631896.1_transcription_factor_Sox-3_[Scyliorhinus_canicula]

Xetrop_NP_998869.1_transcription_factor_Sox-2_[Xenopus_tropicalis]

Harore.CG.MTP2014.S474.g04234.01.p

Hosapi_NP_005625.2_transcription_factor_SOX-3_[Homo_sapiens]

Sccani_XP_038674830.1_transcription_factor_Sox-1b-like_[Scyliorhinus_canicula]

Hosapi_NP_005977.2_transcription_factor_SOX-1_[Homo_sapiens]

Pemari_XP_032833808.1_transcription_factor_SOX-2_isoform_X1_[Petromyzon_marinus]

Dareri_NP_001032751.1_transcription_factor_Sox-1b_[Danio_rerio]

Hosapi_NP_003097.1_transcription_factor_SOX-2_[Homo_sapiens]

Dareri_NP_571777.1_transcription_factor_Sox-19b_[Danio_rerio]

Sakowa_NP_001158377.1_SRY_[sex_determining_region_Y]-box_1_2_3-like_[Saccoglossus_kowalevskii]

Brlanc_BLAG04001831_1

0,27

0,99

1

1

0,98

0,98

1

1

0,94

0,87

1

0,98

0

0,94

0,87

0,94

0,6

0,19

0

0,97

0,39

1

0,92

0,99

0,95

0,88

0,63


